. All x-axes are presented in log scale to make the initial time points easier to visualize. In all plots, the routine dissolution profiles are included as filled in circles. The dissolution profile of crystalline phenytoin was also included as a reference. The loaded concentration of phenytoin was 1,000 μg mL -1 (indicated with the dashed line).
DSC is routinely used to quantify the crystallinity of solid dispersions; however, the melting temperature of phenytoin is 296 °C, which is above the degradation temperature of these polymer samples. Thus, it is not possible to directly probe crystallinity of these solid dispersions by DSC. DSC can also be used to probe the miscibility of the drug within the polymer. A single glass transition temperature (Tg) of the solid dispersion between the drug and the polymer typically indicates that the drug is molecularly dispersed within the polymer matrix. A single Tg was seen for all of the solid dispersions (Table S1 ). 
Sample Calculation for Nagg
Assuming a dense sphere, the aggregation number (number of chains in a micelle) can be estimated from the volume of the micelle by:
where is the molar mass of the micelle, is a bulk density of the polymer, and is taken to be Rh.
Then, we relate the aggregation number (Nagg) to the molar mass of the micelle (Mmicelle) and the molar mass of a polymer chain (Mn) through Mn•Nagg = Mmicelle, to establish:
Using the values for the smallest populations of the lowest-molar-mass samples, and assuming a density of 1 g/cm 3 , we estimate Nagg values as summarized in Table S2 . 
